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Fig. 6: Comparative analysis of potential regulatory mechanisms for de-etiolating seedlings of C3
Arabidopsis thaliana and C4 G. gynandra. Scatter plots showing the most enriched motifs in each cistrome
(where 1 represents the most enriched motif). (a) Top 50 motifs in photosynthesis genes of C3 Arabidopsis
(At) and C4 G. gynandra (Gg), (b) C4 and photosynthesis genes of C3 Arabidopsis, and (c) C4 genes from C3
Arabidopsis and C. gynandra. Motifs from the cistromes of C3 and C4 genes that showed induction during de-
etiolation. (d) Heatmap of the top 50 motifs from DHSs of C4 genes in G. gynandra compared with their
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